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Paul G. Higgs, Teresa K. Attwood : Bioinformatics and Molecular Evolution  before purchasing it in order to gage 
whether or not it would be worth my time, and all praised Bioinformatics and Molecular Evolution: 

1 of 1 people found the following review helpful. LOVE this bookBy J. ForsonI enjoyed reading this book for my 
class. It's one of the books I'm keeping for future references and reread and reread again! It's very interesting.3 of 4 
people found the following review helpful. Excellent bookBy CustomerI think this is one of the best books I have read 
on molecular evolution. The explanations are lucid. Easy to understand examples are given in increasing order of 
complexity.The book is not restricted to molecular evolution itself but covers a wide range of topics. I highly 
recommend it!3 of 3 people found the following review helpful. ExcellentBy Vikram KatjuThis is an excellent book 
on Bioinformatics. I enjoyed reading the chapters on Molecular Evolution and Molecular Phylogenetics in particular, 
but every chapter of this book is lucidly written. I request the authors of this book to consider writing the second 
edition of this book to incorporate new material. For instance, i would like material on the analysis of Next Gen whole 

http://f3db.com/pub/links.php?id=1405106832


genome and whole transcriptome sequencing data to be incorporated in this book.Update: 5.14.2017Attwood's new 
book is an excellent companion volume to this book (although there is also some overlap between the two 
books):https://www..com/Bioinformatics-Challenges-Interface-Biology-
Computer/dp/047003548X/ref=sr_1_2?s=booksie=UTF8qid=1494808729sr=1-2

In the current era of complete genome sequencing, Bioinformatics and Molecular Evolution provides an up-to-date 
and comprehensive introduction to bioinformatics in the context of evolutionary biology. This accessible text: 
provides a thorough examination of sequence analysis, biological databases, pattern recognition, and applications to 
genomics, microarrays, and proteomics emphasizes the theoretical and statistical methods used in bioinformatics 
programs in a way that is accessible to biological science students places bioinformatics in the context of evolutionary 
biology, including population genetics, molecular evolution, molecular phylogenetics, and their applications features 
end-of-chapter problems and self-tests to help students synthesize the materials and apply their understanding is 
accompanied by a dedicated website - www.blackwellpublishing.com/higgs - containing downloadable sequences, 
links to web resources, answers to self-test questions, and all artwork in downloadable format (artwork also available 
to instructors on CD-ROM). This important textbook will equip readers with a thorough understanding of the 
quantitative methods used in the analysis of molecular evolution, and will be essential reading for advanced 
undergraduates, graduates, and researchers in molecular biology, genetics, genomics, computational biology, and 
bioinformatics courses.

"Finally, it has arrived: The book I can confidently recommend to my students as the best in the field. That this single 
book has been able to cover so much is testimony to the dedication and quality of the authors." James McInerney, 
National University of Ireland "Much of bioinformatics is based on, yet too often ignores, the underlying principles of 
molecular evolution. This well-written book provides a description of modern bioinformatics methods while providing 
the biology and evolutionary theory necessary to understand how, why, and when these methods work. This is 
essential reading for those interested in being either a bioinformatics developer or an informed user." Richard 
Goldstein, National Institute for Medical Research "I like the text's balance; it is rigorous without being too formal, 
and has an accessible and broad coverage of topics from both a computer science and a biology perspective." 
Mohammad Zaki, Rensselaer Polytechnic Institute "This book nicely integrates molecular evolution and 
bioinformatics, two disciplines that go hand in hand, as rightfully claimed by the authors. Many bioinformatics 
applications are based on principles of molecular evolution, and to study molecular evolution is unthinkable nowadays 
without having access to the necessary tools and implementations. This is an excellent book for both undergraduate 
and graduate students, as well as for anyone who wants to solve problems in molecular evolution and needs to know 
the practicalities." Yves Van de Peer, Ghent University, Belgium "This book is actually fun! Fun, very educative, well 
organised, practical and easy to use...I wish this book had been published long ago." The British Toxicology Society 
Newsletter, November 2005 "...an excellent and current introduction to classical bioinformatics and an ideal core text 
for a Master's course in the subject." Comparative and Functional Genomics, November 2005From the Back CoverIn 
the current era of complete genome sequencing, Bioinformatics and Molecular Evolution provides an up-to-date and 
comprehensive introduction to bioinformatics in the context of evolutionary biology. This accessible text: provides a 
thorough examination of sequence analysis, biological databases, pattern recognition, and applications to genomics, 
microarrays, and proteomics emphasizes the theoretical and statistical methods used in bioinformatics programs in a 
way that is accessible to biological science students places bioinformatics in the context of evolutionary biology, 
including population genetics, molecular evolution, molecular phylogenetics, and their applications features end-of-
chapter problems and self-tests to help students synthesize the materials and apply their understanding is accompanied 
by a dedicated website - www.blackwellpublishing.com/higgs - containing downloadable sequences, links to web 
resources, answers to self-test questions, and all artwork in downloadable format (artwork also available to instructors 
on CD-ROM). This important textbook will equip readers with a thorough understanding of the quantitative methods 
used in the analysis of molecular evolution, and will be essential reading for advanced undergraduates, graduates, and 
researchers in molecular biology, genetics, genomics, computational biology, and bioinformatics courses.About the 
AuthorPaul Higgs is currently the Canada Research Chair in Biophysics at McMaster University. Previously, he was 
the course director of the Bioinformatics MSc at Manchester University. He has a PhD in statistical physics from the 
University of Cambridge. His current research interests include RNA structure and sequence evolution, molecular 
phylogenetics, theoretical evolutionary biology, and population genetics. Teresa Attwood is Professor of 
Bioinformatics at Manchester University, Visiting Fellow at the European Bioinformatics Institute, and author of the 
PRINTS protein fingerprint database. She has a PhD in biophysics from the University of Leeds, and now teaches 
national and international courses in bioinformatics. Her current research interests include protein sequence analysis, 
data visualization, and biomedical text mining. 


